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BAM 8BQUBVCS LX8TZKO DATS: 08/25/2006 

PATENT APPLICATION: TO/10/563 , 779 TIHB: 11:42:54 

Input Set : A:\PTO.DA.txt 

Output Set: Hs\CRF4\08252006\J543779r.££»^ ' 
3 <110> APPLICANT: Sycgenta Limited 

5 <120> TXTLB OF INVENTION: A method of selectively producing wale or female sterile 
plants^ piL2 RBreRgHC8s ppD70*29 aJ"»¥ ' SuA* 

9 <140> current application nimbi 

C--> 9 <141> CURRENT FILZB0 DATE: 20^6 -01 -06 



C--> 9 <140> CURRENT APPLICATION WmBB*i US/10/563,779 JiMff^r^J 



c--> 9 <i4i> current ni*uw datbi aoM-oi-o* j . ^ / 

S--> 9 <1«0> NUMBER OF 8BQ XD NOSi (U} >0U. JjUW 9 J I 

11 <170> 80FTNARB: Patent In version 3.1 yf^n 



199 <212> TYPE: PRT 

200 <213> 0RQAKI8M: Art 1 f i c lal_Sequence v 

202 <220> FBATORB 

203 <223> OTHER INFORMATION 
205 <400> SEQUENCE: 7 



ial Sequence % j Jt^ 

_ ©/w^-^^-r^^S 

207 Oly Gly Thr Tyr Gly Val Gly (sM***- JlAAfl ^ ^ jjtitK 



206 1 
I— > 216/*" 3 




file : //C : \CRF4\Outhold\Vsr J563 779 . htm 



8/25/2006 



Page 2 ot 3 



\ VDtllTCMTGN mwaxt DATB: 08/25/2006 

PATENT APPLICATION : US/10/563,779 TIMB: 11:42:55 



Input Set : A:\PTO.DA.txt 

Output Sat: V:\CHF4\08252006\J56377 9* rev 



L:9 M:270 C: Current Application Number <tt^ Ho 

L:9_M:27l C: aurrent-Plling"D«te differs. Replaced Current Piling Date 

L:128 M:341 W: (46) "n" or -Xaa" used, for SBQ IO#:4 after pos.:0 

L:130 11:341 If i (46) , D i or "Xaa* used, for SBQ ID#:4 after pos.:60 

L:178 H:341 W: (46) a n" or "Xaa" used, for SBQ ID#:5 after pos.:0 

L:180 M:341 W: (46) m n m or -Xaa" used, for SBQ ID#:5 after pos.:60 

L:216 M:332 B: (32) Invalid /Missing Amino Acid Numbering, SBQ 10:7... 

L:9 M:203 B: Ho. of Seq. differs, <1*0> number Of Sequences : Input (1*) Counted (7) 



file : //C: \CRF4\Outhold\VsrJ563779 .htm 



8/25/2006 



Raw Scqseacc Listing Error Suunary 
ERROR DETECTEP HWHtHiTEP COTMCQOH seualnumkr: 

ATTN: NEW RULES CASKS: PLEASE DISREGARD ENGLISH "ALPHA* HEADERS* WHICH WERE INSERTED BY fTO SOFTWARE 

K Wrapped Nudeks Tbe numberfcxl * o^ end of eacMmc "wrapped™ down to the next line Thb may occur if your fik 

Wrap^ Aminos was retrieved ia ft word processor after creating it Please adjust your right margin to J; thb will 



Jnvalid Une Length The rules require that a line aeteaceed 72 cinrtcten in length. This Includes white 



3 Missligiwd Amino The numbering under each 5* amino sdd b misaligned . Do not use tab codes 

I Numbering use space characters, instead. 

4 N oo-ASCU The submitted tile was not saved in ASCIl(DOS) text, as required by the Sequence Rules, 

ensure jour subsequent submission b saved ia ASCII Cast 

5 Variable Length S eq uencers ) contain o's or Xaa's representing more than one residue Per Seqacace Rales, 

each a crXaacaaoaJ^reftfasent a aiagte residua. Please present die aaaaiamni number of each 
residue having variable length and indicate in the <32G>~<323> section that some may be missing. 



Jtoeotin 2.0 A "bug" in Patentln version 2.0 has caused the <220-<223> section to be missing from amino add 

"-bug* sequencers) , . Normally, Pateadn would autoraaticalry generate this section r>oro the 

previously coded nuckk acid sequence. Pieaje manuafly copy the relevant <220-<223> section to 
the subsequent amino acid sequence. This appBes to the amendatory <228>^<223> sections for 
Artificial or Unknown sequences. 

Skipped Sequences Sequences) missing. If intentional, please insert die following fines for each skipped 

(OLD RULES) (2) INFORMATION FOR SEQ IDNO OC: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheading under dm heading) 
(xi) SEQUENCE DESCRIPTTON.SEQ ID NO:X: finscrt SEQ ID NO where "X* is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OP SEQUENCES:" response to include the skipped 



S S kipped Sequences Sequences) missing. If Intentional, please insert the following lines for each skipped sequence, 

(NEW RULES) <210> sequence id lumber 



000 

9 U se of n *s or Xaa's Use of n's and/or Xaa's have been detected in die Sequence Listing. 

(NEW RULES) Per 1.823 of Science Riiles, use of <220>-<223> is MANDATORY tf n's or Xaa's arc present 

In <22Q> to <223> section, pkase explain location of o or Xaa, and whkh residue a or Xaa represents. 

1 0 I nvalid <2I3> Per 1123 of Sequence Rules; the only valM <215> responses are: Unknown 
scientific name (Oeaus/spcctes). <220>-<223> section a required when <2 1 3> response b Unknown or 
is Artificial Sequence, (see item 1 1 below) 



Useof<220> jTWfflr? i g ) missing the <220> "Feature* and i 




of <320> to <2Z3> b MANDATORY if <313> ^Orgatustn" respwu» b "Artfidal Sequence" or ninknown.- 
Hease explain source c/aene^ 

explanation. ( See *Tederal Rcgbter." 06V01/I998. Vol 63. No, 104. pp. 29631-32X ato Sec l.C3of 
Sequence Rules 

Please do not use "Copy to Disk" function of Patentln version 2J0. Thb causes a corr upte d file, 
res ultin g in missing mandatory numeric identifiers and responses (as Indfeated oa raw sequence 
listing). Instead, pkase use Maxuujer" c? ajry other man^ 



13 Misuse of n/Xaa "n" can oary rep r ese nt a single nucleotide: "Xaa" cm oafv represent a single arnjnp afftl 

AMC- STTC Systems Branch -03AI2A)6 



STIC Biotechnology Systems B 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number. /o/$'(tZ / ( ? 



Souioe: /j 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT. WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: $71-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.4.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.u8pto.gov/web/offices/pac/checker/chkrnote.btm 



Applicants submitting genetic sequence information electronically on diskette or CEX-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission fir the disk/CD-Rom or replacement disk/CD-Rom. 

Any Italy including a senuencr Ititfma in electronic form should NOT fee aent to the 2023 1 rin Tfflfrt adjjess for ftf 

United State Patent and Trademark Office, and instead should be sent via the following to the indicated nMrtlBfr' 

1. EPS-Bio f^ttp^/www.uspto.gov/ebc/efs/downloads/documents.htm> . EFS Submission 
User Manual - ePAVE) 

2. VS. Postal Service: Commissioner for Patents. P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14705): 
US. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building, 401 Dulany Street, 
Alexandria, VA 22314 



Revised 01/10/06 



